Figure S1. Phylogenetic tree used for phylogenetic logistic regression analysis.
[bookmark: _GoBack]The node labels correspond to the Kyoto Encyclopaedia of Genes and Genomes (KEGG) organisms ID (see www.genome.jp/kegg/catalog/org_list.html). See the tree presented in the Newick format (ML_phylogenetic_tree_LG_G.nwk in electronic supplementary material, dataset S1).[image: ]

image1.emf



acry
art



mlu
cga



mphl
mtu



nfa
coa



mgambv
mcp



acl
sau



sep
bce



bmq
bsu
bli



bpu
sure



lla
sag



spy
spn
stc



efa
ene



lbr
paci
lpl
lcb



bba
fjo



dsa
dgg



dds
dpr



ter
syn
cyt



mar
anb



mic
ana



oac
gvi



sywlil
mxa



aace
zmo



mtw
bme



atf
ret



rle
aak
azc



mex
bju



bra
nwi



rpa
pde



rsp
azl



ali
abs



rru
xax



ftu
neu



axy
achr



teq
afa



aav
dac



bge
aql
nel
nme
ngonsi



meu
tbd



acb
aci



ajo
mos



acx
avn



pae
pfo



ppu
hel



hin
hpr



vpa
vej



van
vagvch



enc
ent



kpn
eco
sty



smaf
ype
pmr
pvl



amc
lpn
tvi



mah
blep



tig
hal



pto
sso
sula



cre
cvr



ehx
acan



tet
ddi



pfa
pkn



ptm
ehi



tva
lma



ldo
tcr



smin
pti



tps










acry

art

mlu

cga

mphl

mtu

nfa

coa

mga

mbv

mcp

acl

sau

sep

bce

bmq

bsu

bli

bpu

sure

lla

sag

spy

spn

stc

efa

ene

lbr

paci

lpl

lcb

bba

fjo

dsa

dgg

dds

dpr

ter

syn

cyt

mar

anb

mic

ana

oac

gvi

syw

lil

mxa

aace

zmo

mtw

bme

atf

ret

rle

aak

azc

mex

bju

bra

nwi

rpa

pde

rsp

azl

ali

abs

rru

xax

ftu

neu

axy

achr

teq

afa

aav

dac

bge

aql

nel

nme

ngo

nsi

meu

tbd

acb

aci

ajo

mos

acx

avn

pae

pfo

ppu

hel

hin

hpr

vpa

vej

van

vag

vch

enc

ent

kpn

eco

sty

smaf

ype

pmr

pvl

amc

lpn

tvi

mah

blep

tig

hal

pto

sso

sula

cre

cvr

ehx

acan

tet

ddi

pfa

pkn

ptm

ehi

tva

lma

ldo

tcr

smin

pti

tps


