Supplementary Figure 3: Developmental expression pattern of factors involved in Pol IV-dependent sRNA production

DCL1 RDR1
2.0- 20-
S 15- S 15-
o (Al
X 10- % 10
> >
L2 05- L 0.5+
0.0 - 0.0
RDR2
20- DCL2 2o
S 15- S 15-
o o
X 10- % 10-
> %
9O 0.5- L2 0.5+
0.0- . . . — 0.0 -
b"o 9 b@ ] o D & 2 QO G 2 6(9 9 bQJ 2 & 9 o 2 O G O ]
A %og A \\0‘
RDR6
20- DCL3 20-
S 15- S 151
o o
® 1.0- T 1.0-
> o
S 05- S 05-
0.0- 0.0-
AGO1
2.0- DCL4 ”o-
E 1.5 - E 15-
(ol o
X 1.0- % 1.0-
> o
S 05- L 0.5+
0.0- 0.0-
AGO4
2.0- NRPD1 2.0
S 15- S 15-
(Al (i
€ 1.0- € 1.0-
> >
2 05- S 05-
0.0- 0.0-
NRPD7 90- AGO6
2.0- :
S 15- S 15-
(a o
€ 10- X 1.0-
> o)
S 05- S 05-
00 . b% 9 b@ AQGJ 6\6 Q){o (\% \QJ‘O 0(\ Q}‘J\@(\ \)Q;% 00 B ) 0? é@ \\Q;% o\".: e{o 0(\% \Q,‘b Q‘(\ Q}%\\Q’Q \)Q)‘b
& Q,&\\Q@&o @ O %Os R 0&’0 04\:} ,z%-\& Qo\ é\\Q Q&Q\Q}QO &@ Q %o*\ \69 04\2@(;&0& é\\u
%QJ Q %0{0 6® & %o«,b

RPKM expression values of various proteins involved in Pol IV-dependent sRNA production of Pol IV-dependent RNA-directed DNA methylation (RdDM). Data were accessed from eFP-Seq Brows-
er (42). Klepikova et al's data (41) were used to show expression in differential developmental time points. Green box shows the inflorescence tissue used for almost all data reported in this study
(unless specified otherwise). Red box highlights the pollen developmental time during which multiple factors are less expressed.



