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Figure S1. Median-joining haplotype network based on 13,224 bp of the mitochondrial 
genome. Historical and modern Scandinavian arctic fox populations are colored in dark blue 
and light blue respectively. Farm fox haplotypes are colored in yellow and modern samples 
from Canada and Russia are colored in brown.  
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Figure S2. Haplotype accumulation curves of the modern (n=21, left) and historical (n=16, 
right) Scandinavian arctic fox population. The mean (cumulative line) and standard errors 
(vertical lines) were calculated though 100 random permutations. 
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Figure S3. Geographical distribution of the Scandinavian samples used in this study. Present-
day arctic fox habitats are shown in brown. Dark and light blue dots represent historical and 
modern samples, respectively.  
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Figure S4. Frozen carcass of an arctic fox discovered in permafrost deposits from Belaya 
Gora in northeastern Siberia, and radiocarbon dated to 18,350 ±130 radiocarbon years before 
present. 
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Figure S5. Number of mitogenomic haplotypes detected in the historical and modern 
population. Solid bars show the number of haplotypes based on a 3,954 bp alignment, 
whereas unfilled bars show haplotype numbers using a 13,224 bp alignment. 
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Table S4. Prior and posterior distributions, including the highest posterior distributions 
(HPD), for a model of decline over the last 90-120 years. The timing of the decline is in 
number of generations assuming a generation time of 3 years (Koblmuller et. al 2016). 

Parameter Prior distribution Posterior 
mode 

HPD 
5% 

HPD 
95% 

Modern Nef Uniform [10 - 103] 220 106 755 

Historical Nef Uniform [103 - 5 × 105] 3,650 2,100 9,130 

thum-bot Uniform [30 - 40] 39 30 40 

μ rate Uniform [1.85 × 10-7 –3.00 × 10-7] 2.32 × 10-7 1.88 × 10-7 2.89 × 10-7 

  

 

 

 

 

 


