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Section S1. Sex ratios, effective population size and population viability
In a population, equal sex ratios maximise the effective population size (Ne), which leads to greater retention of genetic diversity throughout generations. Because genetic diversity is a key driver of population viability, sex ratio equalisation can positively impact viability. We explain below this link. 

The smaller the Ne, the greater the loss of genetic diversity through drift (Ballou et al., 2010). The reduction in Ne due to biased sex ratios can be understood in terms of the variance in reproductive success. Males have a high reproductive success relative to females in polyganous systems, so overall variance increases as the sex ratio bias increases (Nunney 1993). Whilst the overall numbers of males and females in captive and wild bongo may approach parity, the reproductive strategy is still polygamous. 

An idealised population of Ne = 1.0 assumes hermaphroditic individuals, equal family sizes, non-overlapping generations, stable population sizes, and no population subdivision (Ballou et al. 2010; Briton et al. 1994; Charlesworth 2009; Höglund 2009; Mace & Lande 1991; Wright 1931). If the reproductive success of males and females is not equal between lineages, founder representation (family size) will vary, and this would also reduce Ne (Ballou et al. 2010; Frankham 1995).
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Table S1. Full model testing the effects of different variables on the offspring sex ratio of bongo fathers (N=114). n.offspring (total number of offspring produced by the father).
	Full model term
	Estimate
	se
	t
	p

	Intercept
	0.030
	0.131
	0.229
	0.819

	n.offspring
	0.022
	0.014
	1.622
	0.107

	father f
	1.980
	0.768
	2.576
	0.011

	father longevity
	0.037
	0.013
	2.723
	0.007

	n.offspring * longevity
	-0.001
	0.001
	-1.503
	0.135

	father’s f * longevity
	-0.183
	0.083
	-2.212
	0.029

	
	
	
	
	


Table S2. Terms included in the top 4 mixed effects models explaining sex at birth. The following terms number of offspring per mother; mother age at conception; and the following 5 interactions (father.age.conception*father.f; mother.age.conception*mother.f; individual f*gen; father.f*gen; mother.f*gen) presented no significant effects in the top four models. N=883.



	Mother age at conception
	f mother 
	Mother number offspring
	f individual 
	Generation
	Father age at conception
	f father 
	father number offspring
	mother age : mother f
	father age : father f
	df
	logLik
	AICc
	delta
	weight

	-
	-
	-
	-0.38
	-0.37
	-
	0.29
	-
	-
	-
	6.00
	-599.21
	1210.51
	0.00
	0.06

	0.15
	-
	-
	-0.34
	-0.35
	-
	0.29
	-
	-
	-
	7.00
	-598.60
	1211.34
	0.83
	0.04

	-
	-
	-
	-0.37
	-0.36
	-0.01
	0.30
	-
	-
	-0.49
	8.00
	-597.69
	1211.53
	1.03
	0.04

	-
	-0.09
	-
	-0.38
	-0.35
	-
	0.29
	-
	-
	-
	7.00
	-598.99
	1212.12
	1.61
	0.03




Figure S1. Mean offspring sex ratio (proportion of sons sired by each father) and variation (SE) in 3 eastern bongo breeding programmes. Numbers in the x-axis represent the sample sizes for each breeding program (n=361). Note the three towards the left have the largest sample sizes by far.
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Figure S2. Variation in offspring, maternal and paternal inbreeding levels (f) between Africa, North America and Europe. The red area indicates the range of inbreeding values for which a previous study has detected effects of paternal coefficient of inbreeding variation in offspring sex ratios (n=2897 offspring from 3 breeding programmes).
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Figure S3. Histogram of the (a) total number of offspring sired, (b) birth dates, (c) reproductive value, (d) MK (mean kinship value), (e) coefficient of inbreeding for fathers from all breeding programs (n=367).
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(c)
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(d)
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(e)
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