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qRT-PCR validation:
For SYBR Green I, Cq of the no-template control (NTC):
PDGFRB: Undetermined
GAPDH: 34.77280553
It hinted that the qPCR system (Applied Biosystems, Massachusetts, USA) has no problem, and could be used for follow-up experiments. 
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[bookmark: _GoBack]Figure S1. The melt curve. (A) PDGFRB and GAPDH genes. (B) Stra8 gene.
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Figure S2. Validation of the 2−ΔΔCt method. One cDNA sample was subjected to 10x gradient dilution as a template for amplification of PDGFRB gene and GAPDH genes, and they amplified by qRT-PCR. The curve of the relation between ΔCt and cDNA logarithmic concentration for PDGFRB and GAPDH genes. The absolute value of the line slope was 0.0302, which was close to 0, indicating that the amplification efficiency of the target gene and the internal control gene was the same, and the data could be analyzed by the qRT-PCR 2-ΔΔCt method. 
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