
linear dip decay peak

0

1000

2000

3000

M
ac

ro
ph

ag
es

 re
sp

on
se

 to
 L

P
S

A
oS

M
C

 re
sp

on
se

 to
 F

G
F2

A
oS

M
C

 re
sp

on
se

 to
 IL

1b

M
C

F7
 re

sp
on

se
 to

 H
R

G

M
C

F7
 re

sp
on

se
 to

 E
G

F1

Ly
m

ph
at

ic
 E

C
 re

sp
on

se
 to

 V
E
G

FC

M
es

en
ch

ym
al

S
C

 d
iff

er
en

tia
tio

n

O
st

eo
sa

rc
om

a 
S
C

 c
al

ci
fic

at
io

n

M
ac

ro
ph

ag
es

 re
sp

on
se

 to
 L

P
S

A
oS

M
C

 re
sp

on
se

 to
 F

G
F2

A
oS

M
C

 re
sp

on
se

 to
 IL

1b

M
C

F7
 re

sp
on

se
 to

 H
R

G

M
C

F7
 re

sp
on

se
 to

 E
G

F1

Ly
m

ph
at

ic
 E

C
 re

sp
on

se
 to

 V
E
G

FC

M
es

en
ch

ym
al

S
C

 d
iff

er
en

tia
tio

n

O
st

eo
sa

rc
om

a 
S
C

 c
al

ci
fic

at
io

n

M
ac

ro
ph

ag
es

 re
sp

on
se

 to
 L

P
S

A
oS

M
C

 re
sp

on
se

 to
 F

G
F2

A
oS

M
C

 re
sp

on
se

 to
 IL

1b

M
C

F7
 re

sp
on

se
 to

 H
R

G

M
C

F7
 re

sp
on

se
 to

 E
G

F1

Ly
m

ph
at

ic
 E

C
 re

sp
on

se
 to

 V
E
G

FC

M
es

en
ch

ym
al

S
C

 d
iff

er
en

tia
tio

n

O
st

eo
sa

rc
om

a 
S
C

 c
al

ci
fic

at
io

n

M
ac

ro
ph

ag
es

 re
sp

on
se

 to
 L

P
S

A
oS

M
C

 re
sp

on
se

 to
 F

G
F2

A
oS

M
C

 re
sp

on
se

 to
 IL

1b

M
C

F7
 re

sp
on

se
 to

 H
R

G

M
C

F7
 re

sp
on

se
 to

 E
G

F1

Ly
m

ph
at

ic
 E

C
 re

sp
on

se
 to

 V
E
G

FC

M
es

en
ch

ym
al

S
C

 d
iff

er
en

tia
tio

n

O
st

eo
sa

rc
om

a 
S
C

 c
al

ci
fic

at
io

n

Dataset

co
un

t

Biotype
IEGs

other

TFs

* * * * * * * * *

IEG

other

IEG
other

13over 46genes:
28%

33over 3515genes:
29%

a

b c

linear dip decay peak

0

1000

2000

3000
P

M
D

M
_L

P
S

PA
C

_F
G

F
2

PA
C

_I
L1

B
M

C
F
7
_H

R
G

M
C

F
7
_E

G
F
1

P
E
C

_V
E
G

F
P

M
S

C
_M

IX
S

A
O

S
2
_O

S
T

Dataset

co
un

t

Biotype
IEGs

other

TFs

0

P
M

D
M

_L
P

S
PA

C
_F

G
F
2

PA
C

_I
L1

B
M

C
F
7
_H

R
G

M
C

F
7
_E

G
F
1

M
C

F
7
_E

G
F
1

P
E
C

_V
E
G

F
P

M
S

C
_M

IX
S

A
O

S
2
_O

S
T

P
M

D
M

_L
P

S

P
M

D
M

_L
P

S

PA
C

_F
G

F
2

PA
C

_F
G

F
2

PA
C

_I
L1

B

PA
C

_I
L1

B

M
C

F
7
_H

R
G

M
C

F
7
_H

R
G

M
C

F
7
_E

G
F
1

M
C

F
7
_E

G
F
1

M
C

F
7
_E

G
F
1

M
C

F
7
_E

G
F
1

P
E
C

_V
E
G

F

P
E
C

_V
E
G

F

P
M

S
C

_M
IX

P
M

S
C

_M
IX

S
A

O
S

2
_O

S
T

S
A

O
S

2
_O

S
T

* * * * * * * * *

IEG

IEG
other

13 over 42 genes:
28% 33 over 3518 genes::

%

B C

0.01

A


